TCRα CD4 + and CD8 + naïve T cell subsets were compared between each pair of donors, and RDI measures were separated into genetically related (twin-pair; blue) and unrelated (nontwin; green) comparison groups. Individual RDI distances (tick marks) and a kernel density estimate (curved line) are shown for each group. Simulated data with controlled levels of
variance (average fold change of gene segments = 1, 1.5, or 2; indicated numbers) were included in each set of calculations (FC ladder) to estimate the relative difference between repertoires. The significance of the difference between the two groups was assessed using Individual RDI distances (tick marks) and a kernel density plot (curved line) are shown for each group. Simulated data with controlled levels of variance (average fold change of J genes = 1, 1.2, 1.5, or 2; indicated numbers) were included in each set of calculations (FC ladder) to estimate the relative difference between repertoires. (* -p<0.05; ** -p<0.01; ***
